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(3) Incomplete follicular maturation - Many antral follicles but few preovulatory

follicles were observed, while CL was rear.

AhR(+/+) Antral Follicles AhR(-/-)

CL=Corpus Luteum o '
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(4) Estrus cycle was disordered 10 —20
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Group B: shortened or prolonged cycle.
Group C: prolonged estrus period and no cyclicity.



— Standard Superovulation Protocol —
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513 =22 (3 week-old)
25.0 &= 1.0 (3 month-old)
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_/_
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8.7 =85 (3 week-old)
40 = 4.6 (3-month-old)

(5) Reduced ovulation - Ovulation capacity was decreased to approximately 1/6.




Intraovarian estradiol concentration was
decreased to approximately 1/3.
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Decreased liter size and efficiency of fertility in AhR KO mouse.

(2) Small Ovary

The ovary of AhR KO mouse is approx 65% of wild type.

The number of the ovulated eggs from KO is 1/6 of wild type.

® sed Esiiradl
Serum concentration of estradiol is 1/3 of wild type.
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— | mouse Cyp19 gene
-5058 -92 +1
-5077 5045

GGGTCACACAGTGAAGCGTGGTCTCAACAAACA

( XRE consensus ) XN GCGRTG

IS a member of nuclear receptor superfamily.

activates transcription of genes encoding steroidogenic enzymes.
IS expressed at granulosa and theca cells in the ovary.
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