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Variation in ligand sensitivity of ESRs in ray-finned fish aligns

with differences in the phylogeny of different taxonomic groups
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7ROV (ELef1/B-catenin )T EFEMEIEL.
5§ 1 30 D s ZE S B oD 14 i % 1

—AT7oraSF U EBmp7REIC
HIERAL. B ZRET S

Dgino et al., Endocrinology, 155: 449-462, 2014.

Lef1EBmMp7ELNS2DDEEFABEBLTNWET, BERILEVICE>TINL®D
BEFHAREL, EAEELTHOEIEAIL D LN EEFELE-ENTEEST . BT
I, —BEEESNELER/DNERIEAEE A

25



EEBRTHAL Y

MBI, TAMO7 Y (REEME) CE>THEESNHIARHLEIUFR
AbD—2EN, ERERE TEZHRBFMICRENICHETT IO XELL

B REEI—D—BEFIENELEIMN?

% I = b 7 B
ExpEnImet:1 100 ng/L EE2 (BRE M) /' EE2 (17a-ethinylestradiol)

BEPORMICE. BETRCEEBYETR | ARIZFOSY
FT20ENLY . BRTHEEENN B0, HEIRE DL L
TAoAFLAIEBNSU RO T — LB T,

—EDMHENS, FBERIVEEET HEEFEIHERL T, zona pellucidabLV\3EEF
DEBELNHHE BEMATETCWSAIELFREL . BENOY—H—EEFELTE
ABHTEERLTVET,

26



BRI —H—EBEGEFREDEOHD FS A9 ) T b—LEF

Fold change
Category | Gene Name
EE2 EB
ZPC domain containing protein 3 25.65 2.30
ZPA domain containing protein 2537 3.06
ZPC domain containing protein 2 11.20 3.54
ZPB domain containing protein 8.90 -
ZPC domain containing protein 1 7.47 -
Eqg- ZPC domain containing protein 5 6.38 2.63
related zona pellucida protein C [Danio rerio] 4.42 -
ZPC domain containing protein 4 4.32 2.85
zona pellucida protein X [Sparus 283 215
aurataj
vitellogenin 1 2.82 2.41
zona pellucida glycoprotein 4 [Bos 215 203
taurus]
428p50 17.13 2.55
qguinone reductase 7.06 2.74
Ovary- -
related figa 2.57 4.31
eukaryotic translation initiation factor 205 248
4E family member 3 [Danio rerio] ’ ’
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Experimental design

Experiment 2 ==+ 20 ng/LEE2 (KB ERE)
ARNZFETHIR/NBOERERS
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20 ng/LEE2-IREH

Hirakawa et al., Chemosphere, 87, 668-674, 2012.
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