RIS 1 @ [EREER

B RERE B BEIRE AR R
7 B—

1 EREALHARHE & RS XA 1-16- pb53, CDC6, pl6, PTEN, GK, FEHMEME L

LAY, 9IWBAKI B3 CK+p53, EZH2, GATA3, Rb, RA538 VFUALNR
Ry F—

2 — AR 1 A3 A Se v EE BB X GREE 1-18- p53, pl6, PTEN, RB1, SMAD4, WMV
X — GENE RKXZ VU | 2 RENV 3 ARID1A, CDC6, Ho XU, KRAS, | v F 7 A4 LR
=v7 MDM2, CDK4, BRAF, PIK3CA, IL-6 Ry H—

3 EREANEBERK V1= HRHEXAESE 2-26- JG-1, E10A FEHEME T
YR7V=v7 (B&:RFE |10 7V —rF—7&EWE S UL NVR
REBAVEBEZ V= 7) 78 Ny F—

4 EREANERS MZs Y RS S Xy 1- P53, PTEN, CDC6, P16, TRALL JEWAE M L
=vz 25-11 4% 15 WK EL 7T B VFUALNR

Ry BE—

5 EREANEHAE LS RE B R XEREE 3 T H p53, pl6, PTEN, GATA3, CDC6, WMV

BRI V= 10-15 2 LA 6 EZH2, W vV, MDM2 VFUAL VR
Ry BE—

6 EREACEREERS FRHERH 8 X AR 3-29- Gendicine, CDCB6shRNA FEHEEME T

FHXYAT A HINI V=7 | 10 Tz/VT 4 H5F 2 M FI)UALNVA
Ry EZ—KEW
FEEME L
F A I AN
7 H—

7 EREANEHbrts K RAMPRXME 1-11-8 CDC6shRNA, pl6, p53, PTEN, WMV
RAB/YV=v7 (BA:V | U X"—¥F 4 21 ©7 U= | TRAIL YFUANVZR
R=VF 42 Y=y 7ER) | ARRIZT 21 Ry B—

8 —AFAEARES KK WA R X BT 2-13- pb3, pl6, PTEN, TRAIL, RBI, FEHMEME L
BAFRZ Y=y 10 Ei)I B0 9 B SMAD4, APAF-1, FBX§7, ARIDIA, | v F 7 A A R

IL6, CDC6, PIK3CA, AKT, CDK4, | _y &Z—
PSMD10, KRAS, XIAP, BRAF, MDMZ,
mTOR, PSMD10W
9 ETrV=v7 R H s X & o 4-18- E10A FEHEME T
10 FI)UALNVAR
Ry F—

10 VrrV=vs FLRL HRHBAKIIERBS T PTEN FEHMEME L

FT e ANIFTT H3%138 BHENLIF VFUALNR
Ry BE—

1 EREALRAESs  JTK AR TR B XEAT 4- LD-MA, LD-GKsh, p53, PTEN, WMV

I7V=vwZ 1-5 BTSRRI 2 B CDC6shRNA, pl6, TRAIL VFUAL IR

Ry BE—
12 $IECIT 7 V=w 7/ WHRAERRRAE 1-7-1 p53, PTEN, CDC6shRNA, pl6, FEHMEME L
EH YA P TRAIL VFUALNR

Ry F—

13 ERENERS LRRT AR R X B AAG = NT p53,  PTEN,  pl6,  TRAIL, WMV

V=v 7 ARG 3-3-1 ETS =T /L3R CDC6shRNA VFUAL IR

Ry BE—
14 FEEH 7 V=v7 HRCES K H XY 3-2-1 pb3, pl6, Cdc6shRNA, TRAIL, ML
KHETEERN FHEH2 PTEN, GKsh (Gankyrin) VFUALNR

Ry F—

15 HHRRBRA V7 V= IRA M) RBETHHEEXT LD-MA (p53, CDC6sh, pl6, PTEN) M v

# rRHET 1063-3 V=)L R VFUANR
—JL 201 & Ry H—
16 SBl7V=v7 ) R ISR A X F pb3, TRAIL, PTEN, pl6, WMV
A0 1-19-2 R4 /L IF | CDC6shRNA VFUAL VR
Ry F—

17 EHEN LAGOM 4772 EREFHTENE 3317- pb3, pl6, PTEN, CDC6shRNA, FEHMEME L

Y=y r8# 1 TRAIL YFUAL IR

Ry F—




18 EREANERAS LV a v BB EET P XEN p5b3, p16, PTEN, TRAIL, FEHMEME L
AFALINTT FL¥Pa | TH 142 AB/—7 ¥ | CDCBShRNA CFUAL VR
VI V=vraHE (B4 : 2 Ry BE—
EREANLHEfNSE LY
7V =v 7 4HR)
19 EREANELS KRR FMRA HETAIRXA E10A FEHEME T
i BATE 2-22-1 FIUALNA
Ry F—
20 —RAHIEAFRESE &F TR AERHPFRAE p53, pl6, PTEN, TRAIL, RBI, WMV
BRAPRI Y=o 3-30-60 0SU301 4 P& SMAD4, APAF-1, FBXW7, ARIDIA, | v F U AL L R
IL6, CDC6, PIK3CA, AKT, CDK4, | ~_J Z—
PSMD10, KRAS, XIAP, BRAF, MDMZ,
nTOR, PSMD10W
21 — AR A A SR R R RBRFF R B A6 X 78 K p53, pl6, PTEN, RB1, SMAD4, FEHMEME L
HEz Z— GENE KR U | 4-15-18 5 ¥ Mg 5T 4 P& | ARIDIA, CDC6, H> XU, KRAS, | V' F U AL L R
=v7 B MDM2, CDK4, BRAF, PIK3CA, IL-6 Ry H—
22 EgENEERKE HKZ KERFFRBR R X KT JG-1, E10A JEHE M T
V=v7 ET—TH 7-31 OMM E/L'9 FI)UALNVAR
3 Ry BE—
23 EFRENERS FHKKY KBFAR B HiE) | X E R P53, PTEN, CDC6, P16, TRAIL FEHMEME L
V= 1-6-1 FIKR7TY v 7 v YFUAL IR
8 & Ry H—
24 —RAHIEAFRESE KK PN SN TGRS SR p53, pl6, PTEN, TRAIL, RBI, WMV
BAFRIV=v 1-6-8 5 — X KA 2 | SMAD4, APAF-1, FBXW7, ARIDIA, | »F U7 A L R
23 IL6, CDC6, PIK3CA, AKT, CDK4, | ~_J Z—
PSMD10, KRAS, XIAP, BRAF, MDM2,
nTOR, PSMD10W
25 wHCSsr7U=v27 (R KR ETHBET 3T E10A FEHEME T
4 KRARITCS 7V =y | B3BMESIV 3015 FI)UALNVA
7) Ry BE—
26 EFRENLHFEEE F REREBRT=4&mIr p53, pl6, TRAIL, PTEN, CDC6 WMV
HEEREKS Y=y 13-16 YA 2ERB3 W VFTAL VR
Ry BE—
27 ERENEES BFRTS EREREBTATEAT 3- CDC6, GK, pl6, pb3, PTEN, RBI, FEHMEME L
VFIr Y=y 5 SMAD4, KRAS, EZH2, GATA3, p53+GK, | v F 7 AL L R
PIK3CA Ry H—
28 EFREANLHBALE 05 REREEHRHEFEQD 4 P53, P16, TRALL JEWAE M L
W7 =y TH 22-22 VFIALINR
Ry BE—
29 ERENEHS LAT7Z BIUR S ETEHKE 1- pb3, pl6, PTEN, TRAIL, RBI, FEHMEME L
VJ=v7 118-4 SMAD4, APAF-1, FBXW7, ARIDIA, | Y F U A4 L R
IL6, CDC6, PIK3CA, AKT, CDK4, | _¥ &Z—
PSMD10, KRAS, XIAP, BRAF, MDM2,
mTOR, PSMD10W
30 EFREAG IS S)A— ER BRI HERXS RT181, p53, pl6, TRAIL, PTEN, WMV
LATTI V=7 Y1 TH9-10 CDC6shRNA VFUAL VR
Ry BE—
31 EREA Fuvenant HAE &M R T K% p5b3, p16, PTEN, TRAIL, FEHMEME L
X7 V=v7 ERIE 2-5-3 #— R A Z =7 | CDC6shRNA VFIALNR
FRLENAT 3 B Ry H—
32 — B AERS B &M AR TR R R4 p53, pl6, PTEN, TRAIL, RBI, WMV
BAFRI V=7 1-1-7 ¥= R+ 22 £/ 2 | SMAD4, APAF-1, FBXW7, ARIDIA, | ¥ F U A L R
23 IL6, CDC6, PIK3CA, AKT, CDK4, | ~_J Z—
PSMD10, KRAS, XIAP, BRAF, MDM2,
nTOR, PSMD10W
33 EWEN 2<bsV =y BRERERET LA p53, plé, PTEN, TRAIL, WMV
4 BT 29-12 CDC6ShRNA VFUALNR

Ry F—






