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I+

29cm + 25cm
29cm £ 1.7cm t P =0.97

2cm

(i)

16

14

12

10

~ O

m F5155 X GCS500

O 5155 X #5145
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5 18 cm

[ 515 x GCS500];

20

515 x GCS500

10 515 x 514
1
+
515 x GCS500 531+ 179
515 x 514 736+ 168
15

P <0.001
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10 515
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P =0.085
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0.100 H

0.050
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24 1

x GCS500
x 514
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Mann-Whitney U
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O 515 x 514

20
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P>0.05
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100g 50 ml
5¢ 45 ml
102 108 104 200 p I
25 3
104 105 108
25 3

10 [ 515 x GCS500];

x GCS500
x 514
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|

an=——# (x 107)
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e
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25 15
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23 288 15 504
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10 1954
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5 24
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