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A relatively low dose of 2,3,7,8-Tetrachlorodibenzo-p-dioxin (TCDD) exposure during pregnancy has been reported to
result in developmental defects in reproductive organs on male offspring, eg., delay of prostate development or. In the
mouse, the magnitude of the effect is more severe on gestational day 13 (GD13)-exposure than on the later stage,
suggesting that this stage fetus is more sensitive to TCDD. In the present study, we exposed pregnant C57BL/6J mice to
TCDD ( 10 pg/kg, p.o.) or vehicle (oil) on GD13 or GD17 and then 24-hours after dosing fetuses were collected. Total
RNAs from fetal whole body were extracted and 5 male fetuses from each group were then analyzed by Atlas Mouse
Glass 3.81 microarray (CLONTECH). Among 3,756 genes in the array, 822 genes were counted as detectable spots
either in 4 groups. Among them, 146 genes and 239 genes were detected as genes up (ratio > 1.5)- and down (ratio <
0.67)-regulated by GD13-TCDD treatment, respectively. Interestingly only 14 and 38 genes were also detected as
altered genes by GD17-TCDD treatment Semiquantitative RT-PCR analysis clearly showed that CYP1A1, 1A2, and
1B1 mRNA levels were increased in all fetuses exposed TCDD on both GDI3- and GD17, however, CYP1A2 was
classified as non-detectable level even in TCDD-exposed groups in the microarray. Above results suggested that GD13

mouse fetus has a different set of genes that specifically respond to TCDD from GD17-fetus.



