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Detection of 17 3 -estradiol and testosterone in gastropods suggests that steroid hormone receptor superfamily genes
may envolved in the development and maturation of gonad in a sea snail, Thais clavigera, in which
pseudohermaphroditism is induced in female by exposures to tributyltin (TBT).

To clarify the molecular mechanism in development and maturation of sex organs, we isolated the partial cDNA clones
of steroid hormone receptor superfamily genes from ganglia of the sea snail. We will present quantitative and

histochemical data of the mRNA levels of the steroid hormone receptor superfamily genes in Thais clavigera.



