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Sensing of steroid hormones by expression pattern of specific response genes in C. elegans.
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We propose that C. elegans is one of the most useful model to examine the effects of environmental chemicals on living
organisms. In this paper, to develop a novel bioassay for chemical evaluation using cDNA microarray of C. elegans, we
determined the over 9,000 gene expression levels in various hormone exposed C. elegans and analyzed the hormone
specific gene expression patterns by cluster analysis methods. The results demonstrated that the expression levels of
genes were changed significantly corresponded steroid and synthetic hormones and pattern of cluster analysis was also
shown hormonal specificity. In conclusion, we will sense chemicals by using C. elegans cDNA microarray analysis and

profiling the chemical specific gene expression patterns.



