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A model for analyzing toxic action mechanism of endocrine disruptors : analyses of molecular
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To know molecular mechanism of endocrine disruptor actions on gonadal differentiation, we investigated sex
hormone-induced sex-reversal from the male into the female, and vice versa, in the frog Rana rugosa. It is well
established that sex hormones modulate transcriptional activities of target genes after binding to their own specific
receptors. Endocrine disruptors are considered to interfere with the binding and action of sex hormones. Thus, in the
present study, we examined levels of androgen and estrogen receptor mRNAs in tadpoles exposed to sex hormones
using RT-PCR technique. Both receptor genes were expressed constantly during sex-reversal in the tadpoles. In addition,
we comprehensively analyzed genes expressed differentially during sex reversal. We identified 221 and 15 cDNAs in
androgen- and estrogen-exposure experiments, respectively, by direct sequencing. We expect that the present
sex-reversal system supplies in future a good tool for analyzing toxic actions of endocrine disruptors on gonadal

differentiation in the frog by using microarray technology.



