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To investigate the potential sensitivity of PHAHs in marine mammals, the eDNAs encoding the aryl hydocarbon
receptor (AhR.) were cloned and sequenced from the livers of dall's porpoise (Phocoenoides dalli) and minke whale
(Balaenoptera acutorostrata). The partial AHR eDNA sequences (525-bp) from dall's porpoise and minke whale were
obtained using RT-PCR method. The dall's porpoise AhR showed high identity with the human AhR (89%) and the
mouse AhR (85%) in the amino acid sequence. Furthermore, the partial sequence of dall's porpoise AhR was most
closely related to the beluga whale AhR (99%), and then to the harbor seal AhR (88%). The minke whale AhR shared
86% similarity with dall's porpoise AhR. Phylogenetic analyses demonstrate that amino acid sequences of the dall's
porpoise and minke whale AhRs were belong to the 'AhR1 clade' rather than in the 'AhR2 clade' that was recently

identified in some vertebrates.



