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Detection of testosteron target genes using C. elegans cDNA microarray

Risa Sonodal), Tetsuya Matsuno“, Kazuhiro Ura® 5), Hiroko Uesugij), Yuji Koharaﬂ, Taisen 1guchi4)' 5), Koji Arizono 23) , Nobuaki
T ominaga])

! Ariake National College of Technology, Japan, ¥ Factuly of Environmental and Symbiotic Sciences, Prefectural University of

Kumamoto, Japan, ¥ National Institute of Genetics, Japan, ¥ National Institute of Basic Biology, Japan, > CREST

Caenorhabditis elegans (C. elegms) is a multicellular organism that has gonad, neuron, digestive organ etc. Its genome
has been sequencing completely. We propose that C. elegans is used for a model organism to examine the effects of
environmental chemicals on the living body. Previously we demonstrated that steroid hormones affect the growth and
fecundity rates of C. elegans. However, the mechanisms have not been undertaken. In this study, we tried to detect the
testosteron (TS) response genes using C. elegans cDNA microarray and determined the possibility, of the C. elegans
c¢DNA microarray system using for the androgen action screening. As a result of C. elegans cDNA microarray analyses,
Some genes out of about 9000 genes are shown specific response to TS. From the Proteome database analyses, majority
of these genes are categorized to "unknown" in function of cellular role. In conclusion, we could find some TS response

genes and suggested that C. elegans is a potent tool for the androgen action screening.



