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Among the polychlorinated biphenyls, the environmental toxicity of coplanar PCB (Co-PCB) is becoming more serious.
In this study, the gene(s) responding to the chemical stress of Co-PCB In the genome of plant, Arabidopsis thaliana,
was (were) sought using Arabidopsis DNA microarray. This study, which investigated the usefulness of monitoring
plant gene expression as a biomarker for the environmental contamination of Co-PCB, is expected to lead to the
substituted strategy for the usual chemical method in the risk assessment of Co-PCB contamination. Two-week-old
seedlings of Arabidopsis thaliana were exposed to 0.5 ppb 3,3'.4,4',5-pentachlorobiphenyl (PeCB), which has the
highest TEF value in Co-PCBs, for five days. Then, mRNAs of specific gene(s) responding to PeCB was (were) sought
by Southern hybridization system using the Arabidopsis DNA microarray which has about 2200 cDNA fragments. As a
result, we have found at least 30 genes that were up regulated in the expression by the exposure to PeCB. To the

contrary, about 100 genes, which were down regulated by the exposure to PeCB, were also found.



