cp4 epsps,
CCOMT, Medicago sativa L..)(J101xKK179, OECD Ul: MON-@@1J1-8
xMON-@@179-5)

CP4 EPSPS cp4 epsps
J101
CoA 3-0- CCOMT
DNA CCOMT
KK179
CP4 EPSPS
CCOMT
CP4 EPSPS CCOMT
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® J101



https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=679&ref _no=2
® KK179
http://www.s.affrc.go.jp/docs/commitee/diversity/140203/pdf/3-1.pdf



(pat, Glycine max (L.) Merr.) (Ab547-127,
OECD Ul: ACS-GM@@6-4)

puUC19
pB2/35SAcK
Streptomyces viridochromogenes PAT
pat 1
ELISA
(1
2013 2014
PAT

(2

PAT

PAT
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2013
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2014
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( amy797E,
crylAb, cry3Aaz, crylF, ecry3.1Ab, pat, mEPSPS, Zea mays
subsp. mays (L.) 1ltis)(3272xBt11xMIR604xB.t. CrylF maize line 1507x
Event 5307xGA21, OECD Ul: SYN-E3272-5xSYN-BT@11-1xSYN-IR604-5
xDAS-@15@7-1xSYN-B5337-1xMON-83@321-9)

( )
( )
AMY797Eax amy797E PMI
pmi (o {
3272
CrylAb crylAb PAT
pat
Btll
Cry3Aa2 cry3Aaz2 PMI
pmi MIRG604)
CrylF crylF PAT
pat
B.t. CrylF maize line 1507)
eCry3.1Ab ecry3.1Ab PMI
pmi Event 5307)
MEPSPS mEPSPS
GA21
CrylAb Cry3Aa2 CrylF eCry3.1Ab
AMY797Eax

PAT MEPSPS PMI
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® 3272
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1501&ref no=2
® Btll
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=906&ref _no=2
® MIR604
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=938&ref _no=2
® B.t. CrylF maize line 1507
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=138&ref _no=2
® Event 5307
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1613&ref no=2
® Btl1x<GA21
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=941&ref no=2



(ATHB17, Zea mays
subsp. mays (L.) Iltis)(MON87403, OECD UIl: MON-874@3-1)

pucC
PV-ZMAPS5714 T-DNA
ATHB17
ATHB17 1
ELISA
ATHB17
ATHB17
MRNA
ATHB17 N 113
ATHB17A113
D
ATHB17A113
Il HD-Zip 11
2012

ATHB17A113 HD-Zip 11



ATHB17A113

2012
ATHB1rs
RNA

2013

90,946

()

ATHB17
HD-Zip 1l

ATHB17A113

2013

RNA

9 0.01%

1,175 1.3%



ATHB17A113

2013
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2mepsps, bar, crylAb, cry2Ae, Vip3A, Gossypium
hirsutum L.) (GHB614xT304-40xGHB119xCOT102, OECD Ul: BCS-
GH@@2-5xBCS-GH@@4-7xBCS-GHO?5-8xSYN-IR102-7

( )
(
)
2mEPSPS 2mepsps
GHB614
PAT bar CrylAb
crylAb
T304-40
PAT bar Cry2Ae
cryZAe
GHB119
Vip3A VIp3A APH4
aph4 COT102
CrylAb Cry2Ae Vip3A
2mEPSPS PAT
APH4
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® GHB614
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1495&ref no=2
® T304-40
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1638&ref _no=2
® GHBI119
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1589&ref no=2
® COT102
https://ch.biodic.go.jp/bch/OpenDocDownload.do?info_id=1576&ref no=2
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