23

Excellent
Good 1
14
41 231.5

70 90

10

Far



2 640 108 pL
315 x 106
IL
CPK 282 L

16

A

8 1288 438 x 106
CPK 278
CAK

CPK
PMSG
2
FCA77

FCA9%

2003 3

10

/ml

L

36 119
792
3
hCG
3
PCR



130

150

130



No.11 96-002 DM021229 DM021229 DMO021231 D030212

*(h) <66 45.5 >231.5 >210 >189.5 >41
TE TE CEP CEP CEP CEP NS CEP TE TE CEP CEP
NS
( ) 0.0 0.0 0.25 1.10 0.0 0.0 NS 0.0 0.0 0.0 17.50  4.20
() - - 58.8 63.2 - - NS - - - 81.6 87.2
- - 0.00 0.00 - - NS - - - 7.50 17.50
9
DF011218 DF011226 CFS-14 DF021110
*(h) >81 70 41 >74
Fk 4 5 0 0 0 0 0 0
4 5 15 5 10 6 17 17
Excellent 0 0 0 0 0 0 0 0
Good 0 0 0 0 1 2 0 0
Fair 1 4 3 0 3 4 4 4
Poor 3 1 12 5 6 0 13 13
?
DF021124 DF021129 DF021223 DF030325
*(N) >47 >62 >52 >52
*%* *%*
el 0 0 0 0 NS NS 0 0
0 0 21 10 NS NS 11 8
Excellent - - 0 0 NS NS 0 0
Good - - 0 0 NS NS 0 0
Fair - - 3 2 NS NS 1 3
Poor - - 18 8 NS NS 10 5
*
*%x
*kk ( <1 mm)
& CEP TE
Excellent
Good
Fair Good

Poor Empty zona fragmentation

DMO030212¢ CFS14 Good



PIVSG ) ¢
A B 1U) (x 10%6)
B | 7 0 7 0 | o 68 4 39
signa | 100 | 50 | - | 100 [& | 2 0 ? 0 | x 3.0
® | > 0 ? 0 | ~ 11
] 2| o 0 0 0 | ~ 20
Sigma 100 | 100 - 100
“ | s 0 ? 0 62
- o | » 0 ? 0 | x 19
signa | 200 | 100 | - | 100
g % | 3 0 5 0 66
2 | o 0 0 0 P
signa | 100 | 100 | 100 [ 100 [[3 | 1 | © [ <tz | o 2 T 70
S| 3 0 2 0 nt
o o 0 3 o | o 6
100 [ 100 | - | 100
B 18 | 2 | u | 2 %5
oo | w0 | - |20 [ [ o 0 4 0 20
- 2| s 0 0 0 -
o | » 0 ? 0 | x 26
-l - -] w00 [ [ s 0 1 0 8.7
® | 3 0 7 o [ o 7

nt not tested

No.8 (AQ)L(TC)TC
No. 3 (AC),(TC),AC
No. 9 (AC)4(TC):o ;‘é
N0.10 (AC)4(TC) /Tfé
e FCA%
(AOu(TO 1o
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