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<Strain>
E.coli HB101
E.coli W3110
Aeromonas hydrophila
Aeromonas hydrophila
Buttiauxella agrestis
Acetobacter pasteurianus A
Acetobacter pasteurianus B
Aureobacterium esteraromatium
Comamomas testoster oni
Pseudomonas synxantha
Staphylacoccus aureus
Bacillus cereus
Pantoea agglomerans
Bacillus megaterium

Bacillus subtilis

<Strain>
E.coli HB101
E.coli W3110
Aeromonas hydrophila
Aeromonas hydrophila
Buttiauxella agrestis
Acetobacter pasteurianus A
Acetobacter pasteurianus B
Aureobacterium esteraromatium
Comamomas testoster oni
Pseudomonas synxantha
Staphylacoccus aureus
Bacillus cereus
Pantoea agglomerans
Bacillus megaterium

Bacillus subtilis

Benso(a)pyrene
0.01pN0.05 M 0.1pM 0.4fM 1.3pM 4.M 12.8M 37.0M 111j1V 3338V

4-Nitroquinoline-N-oxide
0.85nM 2.54nM 7.62nM 22.9nM 68,61\ 205.81N0.6RM 1.85M 5.5HM 16.M
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Healthy LEAF

Acrolein, 0.20mM, for 2h
Maneb, 2ppm, for 2h
Zineb, 2ppm, 2 for 2h
Thiuram, 0.075M, for 2h
TPN, 0.01m M, for 2h
Capsaicin, 0.82mM , for 2h
LAS, 0.02%, for 2h
SDS, 0.01%, for 2h
180M Pa

40M Pa
Feezeing/thawing, -80

Roundup, x1500, for 2h

2,4,5-TCP, 0.016m M, for 2h
Gingerol, 1.36mM, for 2h
Lindane, 1.3mM, for 2h
Dimethylsulfoxide, 10%, for 2h

Cadmium Chloride, 0.3mM , for 2h

Lead Chloride, 2mM, for 2h

Sodium Arsenite, 0.3mM, for 2h

Mercuric Chloride, 0.7mM , for 2h
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YGL205W 9.1 POX1 fatty-acyl coenzyme A oxidase
YFLO14W 8.8 HSP12 12 kDa heat shock protein
YGR213C 8.5 RTA1  involved in 7-aminochol esterol resistance

YPLOBBW 8.3 similarity to ary} alcohol dehydrogenases
YLR284C 8.1 EHD1 Peroxisomal enoyl-CoA hydratase
YMR107W 8.1 hypothetical protein
YLR346C 7.8 weak similarity to Y GR035¢
YHR138C 7.1 hypothetical protein
YNL211C 6.8 hypothetical protein
YMR316W 6.4 DIA1 may be involved in invasive growth
5.9 strong similarity to YMR316w
5.8 regulation of sulfur assimilation
5.6 resistance transporter
5.6 induced by osmotic stress
5.5 meiotic homologous
5.4 strong similarity to Rtalp and Rtmlp protein
YLR327C 5.3 strong similarity to Stf2p
YFLO27C 5.2 weak similarity to P.falciparumPfmdr2 protein
YNLOISW 5.2 PBI2 Proteinase inhibitor 12B (PBI2
YLR0O08C 4.9 similarity to hypothetical protein YNL328c
YGR043C 4.8 strong similarity to transaldolase
YARO27W 4.7 similar to YAR028w, Y CR007c, and Y GL051w
4.6 to hypothetical protein Y DR0OO3w
4.6 kDa transmembrane
4.6 activating protein (GAP)
(%)
CELL CYCLE AND DNA PROCESSING 60 9.6 628
CELL FATE 40 9.4 427
CELL RESCUE, DEFENSE AND VIRULENCE 64 23.0 278
CELLULAR COMMUNICATION 7 11.9 59
CELLULAR TRANSPORT 48 9.7 495
CLASSIFICATION NOT YET CLEAR-CUT 16 13.9 115
CONTROL OF CELLULAR ORGANIZATION 15 7.2 209
ENERGY 40 15.9 252
METABOLISM 159 14.9 1066
PROTEIN ACTIVITY REGULATION 1 7.7 13
PROTEIN FATE 56 9.4 595
PROTEIN SYNTHESIS 6 1.7 359
PROTEIN WITH BINDING FUNCTION 0 0.0 4
CELLULAR ENVIRONMENT 30 15.1 199
SUBCELLULAR LOCALISATION 213 9.4 2258
TRANSCRIPTION 67 8.7 771
TRANSPORT FACILITATION 52 16.6 313
TRANSPOSABLE ELEMENTS AND PLASMID PROTEINS 2 1.7 116
UNCLASSIFIED PROTEINS 261 10.9 2399
/ x100
(@)
Amino acid 43 211 204
C-compound and carbohydrate 62 149 415
Lipid, fatty-acid and isoprenoid 28 131 213
Vitamins, cofactors, prosthetic groups 9 10.5 86
Nitrogen and sulfur 16 239 67
Nucleotide 10 6.8 148
Phosphate 5 15.2 33
Secondary metabolism 0 0.0 5

/ x100



( )
Multiple-end-point
microorganisms.
Bioassay of cadmium using a DNA
microarray:

Studies on the  antimicrobial
mechanisms of capsaicin using yeast
DNA microarray

The effects of the pesticide thiuram
DNA microarray for the assessment of
aromatic compound’s chronic effect in
the industrial wastewater.

Rice MAPKs Biochem.

biocassay using

DNA

DNA

DNA

Biotech. Biop. Eng. 5, 400-406

Environ. Tox. and Chem. 20,
2353-2360

Bios. Biotechnol.
532-536

Biochem. 66

Environ. Science and Tech. 36
3908-3915
Env. Monit. Assess.

Biophy. Res. Com.

58,27-30
News
Letter 12-16
43 15-20

31, 679-685

125
13.10

143

14.7
(in press)

(in press)
12.9
12.10

13.1

14.7

14.8
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Rakwal

DNA

12.2.29
12.4.7
14.3.5
14.3.5
15.2.21
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2002-58189
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2003-045007




