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3 EST analysis

input sequence

10117 5’ sequence

filtered out

2907

average 657 b.p.
minimum 300 b.p.

>300 phred_fragment
[phred>=15]

EST

S ‘DaphniaBASF,

Daphnia magna EST database

http://daphnia.nibb.ac.jp
Daphnia cDNA analysis

BJ925659-BJ936637: DDBJ






